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Fig 2 PCR-DNA amplification of 5S intergenic spacer on different cacao samples 
M- "indicates molecular size marker in base pairs (XIHinJSl and *174/Ha*III), 1: Cacao 
leaves, 2: Cacao fresh bean, 3: Cacao fermented bean, 4 & 5: Cocoa roasted nib, 6 & 7 
dark chocolate (Nestle Noir), 8: negative control 



Fig. 3 PCR-DNA amplification of intron 1 and exon 2 of Seed Storage 

Protein gene (SSP) 

1: Cacao leaves, 2: Cacao fresh bean, 3: Cacao fermented bean, 4 & 5: Cocoa 
roasted nib, 6 & 7 dark chocolate (Nestle Noir), 8: negative control 
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Fig, 4 RAPD profiles from various cacao and cocoa samples 

A: Z06 primer, B: AG 15 primer, C: AM10. M: indicates molecular size marker 
{XIHindlll and $ll4JHaelU), l f 2 and 3 are cacao leaf samples, 4 and 5 are cocoa 
samples from " Nestle Noir*\ 6 and 7 are cocoa form "Vendome" and 8 indicates the 
negative control 



